INTRODUCTION
This compilation presents in a small space the tRNA sequences so far published. The numbering of tRNA e from yeast is used following the rules proposed by the participants of the Cold Spring Harbor Meeting on tRNA 1978 (l,2; Fig. 1 ). This numbering allows comparisons with the three dimensional structure of tRNA . The secondary structure of tRNAs is indicated by specific underlining. In the primary structure a nucleoside followed by a nucleoside in brackets or a modification in brackets denotes that both types of nucleosides can occupy this position. Part of a sequence in brackets designates a piece of sequence not unambiguously analyzed. Rare nucleoside3 are named according to the IUPAC-IUB rules (for complicated rare nucleosides and their identification see Table  1 ); those with lengthy names are given with the prefix x and specified in the footnotes. Footnotes are numbered according to the coordinates of the corresponding nucleoside and are indicated in the sequence by an asterisk. The references are restricted to the citation of the latest publication in those cases where several papers deal with one sequence. For additional information the reader is referred either to the original literature or to other tRNA sequence compilations (3-7). Mutant tRNAs are dealt with in a compilation by J. Cells (8). The compilers would welcome any information by the readers regarding missing material or erroneous presentation. On the basis of this numbering system computer printed compilations of tRNA sequences in a linear form and in cloverleaf form are in preparation. is 5-methoxycarbonylmethyl-2-thiouridine.
is 5-N-methylaminomethyl-2-thiouridine. 2 is N-6-(A -isopentenyl)adenosine.
is N-6-(A -isopentenyl)2-methylthioadenosine, F. Harada, H.J. Gross, Figure 1: Numbering system of nucleotides in tRNAs according to the numbering of phenylalanine tRNA from yeast. Circles represent nucleotides which are always present; among these, the thick-edged circles denote invariant or semiinvariant nucleotides. Ovals represent nucleotides which are not present in each sequence: these are the nucleotides before the two constant GMP residues (18, 19) in the D loop, the nucleotides after these GMP residues, and the nucleotides in the variable loop which may be up to 17 nucleotides. A nucleotide to be added at a given site is indicated by the number of the preceding nucleotide followed by a colon and a further number. Thus, e.g. 20:1 and 20:2 mean the first and second nucleotide after position 20. The absence of a nucleotide is indicated by the absence of a number, e.g. if no residue is found in position 17, the sequence then reads C16-G18. C fi II 
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